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% 200 bp Fragments % 300 bp Fragments
Concentration | Average | library size(bp) | Average Concentration | Average | library size(bp) | Average

Sample (ng/ 1) (ng/ 1) | (200bp~1000bp) op) Sample (ng/ p1) (ng/ p1) | (200bp—1000bp) (bp)
5.08 384 5.21 456

K= & 5.14 385 K & 5.21 458

T 5.20 385 - 5.2 460
5.64 396 6.31 468

PrimeSTAR Max (Ver.2) 5.68 396 PrimeSTAR Max (Ver.2) 6.32 468
5.71 396 6.32 468
.37 374 5.02 435

N~ >3 5.27 375 NF=& 4.99 435
517 375 4.95 434
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100ng fragmented HL60 genomic DNA (Average size: 248 bp) 100ng fragmented HL60 genomic DNA (Average size: 329 bp)

= WINDOWS = WINDOWS

1 — deal

10 14 18 22 26 30 34 38 42

MEATER
TREBEET, —HWENXENreadsBIiEE. EEFY—HEEANEY !

f — el

|||||| o ||||HHHH|”||||"||“ o
||||I|“|II||.. o ||I|II||| ||||||I|||Illn.
50 54 58 62 66 70 74 78 82 86 90 10 14 18 22 26 30 34 38 42 46 50 54 58 62 66 70 74 78 82 86 90

46

Coverage (normalized)
Coverage (normalized)

&

GC content (%) GC content (%)

Average Total reads % reads % %
PCR reagents . ) . . :
yield(ng) | aligned aligned chimera duplicates
PrimeSTAR Max DNA (Ver.2) 141.9 1.07E+08 97.3% 12.5% 8.3%
200 bp - i i
Fragments KF & 128.5 1.08E+08 97.3% 131% 7.6%
NF= 131.8 1.07E+08 97.0% 15.3% 8.1%
PrimeSTAR Max DNA (Ver.2) 157.9 1.04E+08 97.2% 9.7% 11.1%
300 bp
Fragments (G 130.1 1.04E+08 97.3% 9.6% 10.8%
N/~ 124.6 1.04E+08 97.0% 11.6% 10.7%
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