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FFPE tissue Breast (Normal) Lung (Cancer)
Sample (DVaoo) A (66%) B (68%) C (30%) D (28%)
Input amount 10 ng 40 ng 10 ng 72 ng 10 ng 50 ng 90 ng 10 ng 50 ng
% duplicates 36 28 46 27 56 41 28 59 36

Transcripts =1 FPKM 10,023 9,916 9,348 8,716 10,592 10,346 10,495 9,305 9,251
Transcripts 20.1 FPKM 21,831 21,855 20,662 20,491 22,119 22,370 22,546 21,416 21,961
Pearson/Spearman 0.99/0.9 0.98/0.88 0.99/0.88 0.99/0.88 0.99/0.95
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Input amount A (50 ng) B (50 ng) B (10 ng) C (50 ng)
DV2oo (%) 75 80 80 11
RIN 75 21 2.1 25
Total reads 54,354,978 60,432,366 58,448,242 50,730,574
% duplicates 329 24.6 34 18.8
Transcripts= 1 FPKM 11,510 11,698 11,730 10,450
Transcripts= 0.1 FPKM 20,559 19,531 19,439 22,486
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