i

Universal Buffer #[1 Basal Buffer
A TIRHIEE SR T

Takara 2N EIA T AERGIESNSG—ER, KA TEMZEHR (Universal Buffer) MEMRGIESEIEMGSR (5 MBRAZS

e, A AmER), DUERESEEEER 100%, FHEEETERZFRPIEMNEHCHE TR . § () mcl
BZ% Star JEEFMAIE AR, AT E% Star JFENFIN, FEREMFEA OIS IWENESR. SMRHIEESEH
BEHEARE SR (Basal Buffer), E Acc Il Bal I« Ben I« Bgl |« Bpu1102 I\ Cfr10 |« Eam1105 |. Eco52 I«
Nru I\ PshB | SnaB |\ Ssp I. Taq I VpaK11B | (£ 14%) BF&E+2EEHNERE R, REcEREREH
& (Basal Buffer). ETIREIFIIEAREPRAMARE, HEZETEBA, SHRGIESTEEAZ RRPIEXEM B

[ i - SEEMIER Buffer

TR, HEE,

[ 1 ¥/ Buffer
v Sl .
PRSI B 7E R TR AR R AR EME
XA (%)

PRIES L M H K T+BSA Basal"
Aat Il <20 <20 <20 <20 120
Acc | 20 <20 (<20) 160 80
Acc Il (260) <20 20 200 160
Acc Il (<20) (<20) 20 (80) (<20)

Afa | 60 60 40 60 100
Afl 1l 140 120
200 120
Aori3H | 80 100
Aor51H | 120 120
<20 <20 <20 120
<20 <20 120 120
Bal | <10 <10 <10 <10 <10
BamH | (40) (60) 80 60 160
Ban I (120) (120) (100) 100
BciT130 | (<20) (20) (20) 100
Ben | <20 20 60
Byl | <20 <20 <20
Bg! 1l <20 20 (60) 100
Bin | <20 20 40 120
BmeT110 | <20 <20 <20 140
BmgT120 | <20 <20 <20 240
Bpui102 | <20 <20 <20 40 60

BspT104 |
BspT107 |
Bsp1286 |

Bsp1407 |
BssH Il 100
BstP | (<20)
BstX | <20
Bst1107 | (<20)
Cfri0 | (<20)
Cla | 40
Cpo | <20
Dde | 40
Dpn | 60
Dra | 100 100 80 80
Eze | 60 <20 120 160
Eam1105 | (<20) 40 (40) . 100
Eco065 | (20) 40 40 100
Eco0109 | <20 100 160
EcoR | (20) (120) (80) 120
EcoR V (<20) (120) (40) 100
EcoT14 | (<20) 120 (60) 100
EcoT22 | <20 (140) (20) 120
Eco52 | <20 <20 <20 |00
Eco81 | <20 <20 100 160
Fba | (<20) (20) 100
Fok | (20) <20 (200) 100
Hae | 80 30 (200) 120
Hae I 60 60 100 100
Hap I | 60 | <20 <20 100 80
Hha | 80 150 >300 150 80
Hinc Il 20 20 40 >240 100
Hind I (60) <10 40 (100) 80
Hinf | 80 100 160 60 100
Hin1 | 40 <20 20 60 160
Hpa | <20 (40) 20 (80) 100
Kpn | 40 <20 <20 60 140
Mbo | 40 60 40 100
Mbo I 60 <20 <20 60 100
M | 80 <20 <20 80 100
Miu | 60 60 (100) 60 100
Msp | 40 40 <20 40 60
Mun | (200) <20 <20 160 100
Nae | <20 <20 <20 100 120
Nco | (40) (60) 160
Nde | <20 20 100
Nhe | (120) (160) 100
Not | <20 (<20) 60
Nru | 0 <20
Nsb | 40 20 <20 60 100
PmaC | . 100 | 80 <20 <20 100 100
PshA | 20 40 <20 60 160
PshB | (20) (40) 20 40
Psp1406 | 20 60 <20 <20 100
Pst | (<20) (60) [ s | (20) 80
Pvu | (<20) (20) (40) (40) 100
Pvu i (80) 40 <20 (40) 100
RspRS Il 80 100 100 100 100
Sac | 60 <20 <20 | 80 | 80
Sac Il 40 20 <20 <20 40
Sal | <20 <20 <20 <20 200
Sau3A | (60) 80 <20 (80) 100
Sca | (<20) (<20) (60) (<20) 100
Sfi | (40) <20 <20 100 100
Sma | <20 <20 <20 <20 100
Smi | <10 <20 40 <10 100
SnaB | (20) (40) <20 <20 (40)
Spe | (80) 80 100 (80) 100
Sph | (20) (40) 120 (20) 100
Sse8387 | (120) <20 <20 (60) 100
Ssp | (<20) (60) 40 (80)
Stu | 60 60
Tag | 20 80 20
Tth111 | (20) 80 40
Van91 | <20 (20) 60
VpaK11B | <20 <20 60
Xba |
Xho |
Xsp | <20

2 +0.01% BSA — 100%

il a1

® [z BRI

® R{E(EHE

® FIE{RIE

C: pUC19 ik

M: DL5,000 DNA Marker

1: QuickCut Enzyme EEEHISI4]

< EMREIE BRI E AR TR AR AN E)

Afl Il, Aor13H |, EcoO65 |, Fok |, Hinl |, Mun |, Nco |, Pvu |, Sse8387 |, Xba |
2 BIREIHER H Buffer FILIRIS 100% AIAESTEME, 1857540 0.01% BSA F10.01% Triton X—100 #—#185 T ESER A RPAEEME

Takara QuickCut Enzyme 2554 R EIEHINS M

A 5~30 min AT SCAEsTISE.

Buffer {@F, FHPIL E X,

4337 Labeled Oligonucleotide Assay
(LOA) #&ill, fRIUE4EEE,

1 : QuickCut BamH | £ QuickCut Buffer thyg
pUC19 #4175 min Digest

2: QuickCut BamH | £ QuickCut Green Buffer

Hxt pUC19 ##4T 5 min Digest

THEE 1 F0E 2 25I2EA Takara QuickCut Enzyme RYEREGTIFNNNEG ] i RZA9SRTa15] o

Qu\CkC

r

Enzymet
A Buffer

5 min

GiPRbIES, EEEYSSINAVIRIRER

IR &

Takara QuickCut Enzyme S

PREIEEEE R NE S MREEXRRhE— N EREBERNNTT. BE, BSE—/I\NEESR AT M. Takara
QuickCut Enzyme 9 DNA HJBRERIIBTIRHL T FIAE. FREHY Takara QuickCut Enzyme #BREIZTEREEGIR LAY Buffer
Bl 10 x QuickCut Buffer 1 10 x QuickCut Green Buffer 15 ~ 30 min NEIETZE DNA. Bk DNA %,
ZMIRHIEE R AE— tube HEIRTTERL DNA M Nz, BETIE T /R AZAT(E], N %R T ik Buffer (A RAIZEDHE(E.

FHtt,

Only 1 Buffer !l

Enzyme1/Enzyme2 Double Digest

5 min !

Enzyme?2 Y
B Buffer

M: DL5,000 DNA Marker

C: pBR322 ki

1: QuickCut Hind IIINPst | 7€ QuickCut Buffer
3t pBR322 1#1T 5 min Double Digest
2: QuickCut Hind III\Pst | £ QuickCut Green

Buffer H1%f pBR322 #1T 5 min Double Digest

2: QuickCut Enzyme SXEgtT1SR55{

1x MHEFEE0E, 2x WEREE 5 EETER.

11T Double Digestion Fi##FHY Universal Buffer

B ZFPEGEIRT 1T DNA B R AINEST) 2 A & T & SRS IR ERT B E AT B 2 —. Takara A Universal Buffer RInARSE, HXWEMEERT 7 £% Universal Buffer FRVIERIEME . REWLL. 73T Double Digestion BY, BEIESMEFRE|SERY Universal Buffero
AR pUC BRI AN % s b2 S 0 R IR4IEE 1%l 7R T Double Digestion BIfEFRISR{E Universal Buffer £, ZEARZRH, & Universal Buffer ZRIZRRHI [#1F x ] RR& Universal Buffer ZER MK 2 PAIRIRE  Takara $5E == @ H7HRMIAY Universal Buffer £ 10 &R EHIE AR
LORER 0.5 % B N{ARBREFRNFHREZ 20 5,

FE[RFIES:#1T Double Digestion (¥NEgtIRM) AtHEEEARY Universal Buffer —%3

Acc |

BamH |

Bol Il

Cla |

EcoR |

EcoR V

Hinc 1l Hind 1ll

Kpn |

Nco |

Not | Pst | Sac | Sal | Sma | Xba |

Acc |

0.5xK

1

xM 1xM

0.5xK

1xM 1xM

1xM

1 x M+BSA

0.5 xK+BSA 1 xT+BSA

BamH |

1xK 1xK 1xK

0.5xK 1xK

0.5xK

1 x K+BSA

1xK 0.5 xK+BSA 1xK 1xK 0.5xK 1.6xT 0.5x T+BSA 1xK 1xK 0.5xK 1xK

Bgl Il

- 1% H 1xH

2xK 1xK

1xT

1 xK+BSA

1xH 1 xH+BSA 1xH 1xK 05xK 1xH 1xT+BSA 1xH 1xH 2xT 1xH

Cla |

1xM 1xK

- 1xH

1xM 1xM

1xM

1xXK+BSA

1xH 1 X H+BSA 1xH 1xK 1xM 1xH 1 xT+BSA 1xM 1xH 1xM 1xH

EcoR |

1xM 1xK

1xH 1xH -

1xM 1xM

1xM

1XK+BSA

1xH 1 xH+BSA 1xH 1xK 1xM 1xH 1xT+BSA 1xH 1xH 1xM 1xH

EcoR V

0.5xK 1xK

1xH 1xH 1xH

2xT 1xK

0.5xK

1xXK+BSA

1xH 1 X H+BSA 1xH 1xK 05xK 1xH 0.5 x K+BSA 1xH 1xH 2xT 1xH

Hinc 1l

1xM 0.5xK

2xK 1

xM 1xM

- 1xM

1xM

1xM+BSA

1xT 0.5 xK+BSA 1xM 0.5xK 1xM 1.5xK 1 xT+BSA 1xM 2xT 1xM 1xM

Hind Il

1xM 1xK

1xK 1

xM 1xM

1xM -

1xM

1xXK+BSA

1xK 0.5 x K+BSA 1xM 1xK 1xM 1.5xK 1 xT+BSA 1xM 1xK 1xM 1xM

Kpn |

1xM 0.5xK

1xT 1

x M 1xM

0.5xK

1xM 1xM

0.5 x K+BSA

1xT 0.5 xK+BSA 1xM 0.5xK 1xL 1.5 X T+BSA 1 xT+BSA 1xM 0.5xK 1xM 1xM

Nco |

1xM+BSA

1 xK+BSA

1

X K+BSA

1 xK+BSA

1 xK+BSA

1 xK+BSA

1 xM+BSA 1 X K+BSA

0.5x K+BSA

1 xK+BSA 0.5 xK+BSA 1 xK+BSA 1 xK+BSA 0.5 x K+BSA 1.5x T+BSA 1xT+BSA 1 xK+BSA 1 xK+BSA 1xM+BSA 1 xK+BSA

Nde |

1xT 1xK

1xH 1xH 1xH

1xH

1xT 1xK

1xT

1 xK+BSA

- 1 xH+BSA 1xH 1xK 1xT 1xH 1xT+BSA 1xH 1xH 1xT 1xH

Not |

0.5 xK+BSA

0.5 xK+BSA

1

X H+BSA

1 xH+BSA

1xH+BSA

1xH+BSA

0.5 xK+BSA 0.5xK+BSA

0.5 xK+BSA

0.5 xK+BSA

1 xH+BSA - 1xH+BSA 2xK+BSA 0.5 xK+BSA 1xH+BSA 0.5x T+BSA 1 xH+BSA 1 xH+BSA 0.5 xK+BSA 1xH+BSA

Pst |

1xM 1xK

1xH 1xH 1xH

1xH

1xM 1xM

1xM

1 xK+BSA

1xH 1 X H+BSA - 1xK 1xM 1xH 0.5x T+BSA 1xH 1xH 1xM 1xH

Pvu |

0.5xK 1xK

1xK 1xK 1xK

1xK

0.5xK 1xK

0.5xK

1xK+BSA

1xK 2xK+BSA 1xK - 0.5xK 1.5 X K+BSA 1 xK+BSA 1xK 1xK 0.5xK 1xK

Sac |

1xM 0.5xK

0.5xK 1

XM 1xM

0.5xK

1xM 1xM

1%L

0.5 xK+BSA

1xT 0.5 xK+BSA 1xM 05xK - 1.5xT+BSA 1 xT+BSA 1xM 0.5xK 1xM 1xM

Sal |

1.5xT 1.5xT

1xH 1xH 1xH

1xH

1.5xK 1.5xK

1.5 x T+BSA

1.5x T+BSA

1xH 1 xH+BSA 1xH 1.5 X K+BSA 1.5x T+BSA - 1.5xT+BSA 1xH 1xH 1.5xT 1xH

Sma |

1xT+BSA

0.5x T+BSA

1

X T+BSA

1xT+BSA

1xT+BSA

0.5 xK+BSA

1x T+BSA 1x T+BSA

1 xT+BSA

1 xT+BSA

1 x T+BSA 0.5x T+BSA 0.5x T+BSA 1 xK+BSA 1xT+BSA 1.5 x T+BSA - 1 xT+BSA 0.5x T+BSA 1 x T+BSA 1xT+BSA

Spe |

1xM 1xK

1xH 1

xM 1xH

1xH

1xM 1xM

1xM

1 X K+BSA

1xH 1 xH+BSA 1xH 1xK 1xM 1xH 1xT+BSA - 1xH 1xM 1xH

Sph |

0.5xK 1xK

1xH 1xH 1xH

1xH

2xT 1xK

0.5xK

1 x K+BSA

1xH 1 xH+BSA 1xH 1xK 05xK 1xH 0.5x T+BSA 1xH - 2xT 1xH

Xba |

1xM 0.5xK

2xT 1

xM 1xM

2xT

1xM 1xM

1xM

1 x M+BSA

1xT 0.5 xK+BSA 1xM 0.5xK 1xM 1.6xT 1 xT+BSA 1xM 2xT - 1xM

Xho |

1xM 1xK

1xH 1xH 1xH

1xH

1xM 1xM

1xM

1 x K+BSA

1xH 1 xH+BSA 1xH 1xK 1xM 1xH 1xT+BSA 1xH 1xH 1xM -

==
| DES=Y

® 1 ug DNAHRIN10 UBIRFRGIES, £50 plBIRMAEZRF, 37°CTRE 1 /NIPITEE 2 DNA.
o Jyillil Star JEIE, ERRNARFRIEMEERBIEHITE 10% U T,

(P.C.102206)
E—mail: service@takarabiomed.com.cn

FHEEYRA (ItR) BRAFE

Takara Biomedical Technology (Beijing) Co., Ltd.
it tRTEFXBRFERK2 S (FXNEGRIFERA)

® fRYE DNA fUFHZE, = DNA MISREMRIZER, SLRHFIERRIMRLBER, BREK4%E Double Digestion NEENTFIHIT,

(@)TakaRa

Takara S o RFR RIS

Cut-Site Navigator

pUC18/19/118/119 HifF = a4

HIPRH B XS SIR

AEEFE TR, ZLEEN DNA K EHIT 2 MIRHIESRIBE R f. BT SRIAI8E, YT7E DNA H & EFRSBSAEEAIAm
PRAIEG TR Rt I TIEG T [ K2R, (EAEAAEITREARIZI R 5140, 3F pUCT8 Hifh Z AL m AT Kon 150 Sma | #1TINEEIAY,
BRI NIMELA#TT. ST A LB Rt TINESTIRY, BEYIR SEEY) R NP ARFIEERIRFEE X K. 20, &X Sac |
M Kpn | ZFMANEIGLRAITINESIRG, AR Sac | #1TE8Y], EFHA Kon |E(TESY), XEETIRMNTEH#T. (B
BUNRSR Kon | #t1TEEY), AAIGFA Sac | #1TEEY), NESTI R MPTA#AT. 1EROXLELE RAYRE 2 E 93 TIRGERY
WESTI R R, BFREIRML A EERESRERIFN, NS T EsIER,

AREI pUC18/19/118/119 HifA % e fE (L m L AIPRFIASH T X EB IR AU R BT T SRIGI0IE, BRNF 1R 2. K12
FRFAFIRHEE TN S EEINAIER, & 2 TAMMIRGIEGH{ TR AN AR

AT RIESRIEHINFETT, WHALRELA R ERIIRG A TIESIN, NiZEEERFEZENUEXR, BiURIRE)
WS HEEIN 2 TEE)o

TRHPIES: 0" RRIRGIEIIIMREYF; " A" RRIRFEIEHESIIRA KT ; X" RTRH IR RE.

WX 1 DPESIR

EFIA Takara IRAIEGIRZIFIIGTR TR

Takara QuickCut Enzyme Data —fi%&

O BARGIEBEIE 4006518761 4006518769

Second
- s

|z sl sl Elsl=l3l%3|l=128]|z|%
§ 08 & &5 & £ /3 & £ & |a& & ¢
EcoR | olo|Jo]o]o|l]o|l]o|]o]o]o]o]o
Sacl | O o|loJ]o]o]o|lo|l]o]o]o]o
knt | O | O x |]o]J]o]o|lo|l]o]o|]o]o]o
smal | O | O | «x olo|Jo|lo]J]o|lo|o]o]oO©
BamH! | O | O | O | «x x |]o| x| o]o|lo|o]o
Xal | O | O | O | O | O x | x | x]o|lo|o]o
| sal oc|lo]o|o]o]o ol o]o ]| o
Acl | O | 0] 0| O | OO o| o] o] o
Hnct | o |l ol o] o] o] o o|lo]o]o
Pst | oloJofo]o|o]| x| x|« o| o
Sse8387 | O O O o ©) @) x x x O O
smi | ol o|o|o]o|lo|lo|x]o] x]|o x

Hdm | O | o | o | o] o] o o

1 pl QuickCut PREIESHIRET R K2 QC data
QuickCut o v Linear Substrate Plasmid DNA PCR Product | rp=se
Restriction Sgleiilcgj[y mE il il il Star , . ,
Enzyme («c)| Linear o BT Plasmid | gy i3 el BT | Activity Oligonucleotide
Substrate (min) e DNA (min) EES (min) BE | mrtia) Assay (LOA

QuickCut™ Afa | |GT | AC 37 A DNA 5 1100% pUC19 5 |100% | 5 100% | 16 hr | <10%
QuickCut™ Afl Il |C | TTAAG 37 A= Bglll 5 1100% X174 5 [100% | 5 | >90% | 16 hr | <10%
QuickCut™ Alu | |AG | CT 37 A DNA 5 1100% pKF3 5 |100% | 15 | >80% | 16 hr | <10%
QuickCut™ Apa | |GGGCC | C 37 A=BamH 1| 5 | 100% | pAdeno—X 5 |100%| 5 | >80% | 16 hr | <10%
QuickCut™ BamH 1|G | GATCC 30 A DNA 5 |100% pUC19 5 |100% | 5 | >90% | 6 hr <10%
QuickCut™ Bg/ Il |A | GATCT 37 A DNA 5 1100% pKF3 5 [100% | 5 | >70% 1 hr <10%
QuickCut™ Bin | |C | CTAGG 37 AN—EcoR I| 5 |100% | pAdeno—-X 5 [100% | 10 | 100% | 16 hr | <10%
QuickCut™ Cla | |AT | CGAT 30 A DNA 5 ]100% | M13mp18 5 |100% | 5 100% | 16 hr | <10%
QuickCut™ Dpn | |Gm6A | TC 37 Ei?izﬁ 5 | 100% pBR322 5 |1100% | n.a. n.a. 16 hr <10%
QuickCut™ Dra | |TTT | AAA 37 A DNA 5 ]100% pBR322 5 |100%| 5 100% | 16 hr | <10%
QuickCut™ EcoR | |G | AATTC 37 A DNA 5 100% pUC19 15 | 100% 5 100% 1 hr <10%
QuickCut™ EcoR V |GAT | ATC 37 A DNA 10 | 100% pBR322 5 100% 5 100% 16 hr <10%
QuickCut™ Hae Il |GG | CC 37 A DNA 5 100% pUC19 5 100% 5 100% 16 hr <10%
QuickCut™ Hha | |GCG | C 37 A DNA 5 100% pBR322 5 100% 5 100% 16 hr <10%
QuickCut™ Hind III|/A | AGCTT 37 A DNA 5 100% pUC19 5 100% 5 >90% 16 hr <10%
QuickCut™ Hinf I |G | ANTC 37 A DNA 5 100% pUC19 5 100% 5 100% 16 hr <10%
QuickCut™ Hpa / |GTT | AAC 37 A DNA 5 100% pKF3 5 100% 5 100% | 0.5 hr <10%
QuickCut™ Kpn | |GGTAC | C 37 N—BamH || 5 100% pUC19 5 100% 5 >90% 16 hr <10%
QuickCut™ Miu 1 |A | CGCGT 37 A DNA 5 |100% pKF3 5 |[100% | 10 | >80% | 16 hr | <10%
QuickCut™ Nco | |C | CATGG 37 A DNA 5 |100% pKF3 5 ][100% | 10 | >90% | 16 hr | <10%
QuickCut™ Nde | |CA | TATG 37 A DNA 5 |100% pBR322 5 ][100% | 15 | >90% | 16 hr | <10%
QuickCut™ Nhe | |G | CTAGC 37 A=Hind ] 5 |100% | pBR322-Mu | 10 [100% | 5 | >90% | 16 hr | <10%
QuickCut™ Not I |GC | GGCCGC| 37 |pASF2-Xho I| 10 | 100% pASF2 5 |100% | 10 | >70% | 16 hr | <10%
QuickCut™ Pst | |CTGCA | G 37 A DNA 5 | 100% puUC19 5 [100% | 5 | >90% | 16 hr | <10%
QuickCut™ Pvu | |CGAT | CG 37 A=BamH 1| 5 | 100% pBR322 15 |100% | 5 | >70% | 16 hr | <10%
QuickCut™ Pvu Il |CAG | CTG 37 A DNA 5 |100% pBR322 5 |100% | 30 | >90% 1 hr <10%
QuickCut™ Sac | |GAGCT | C 37 AN—EcoR I| 5 |100% pUC19 15 | 100% | 30 | >80% | 16 hr | <10%
QuickCut™ Sac Il |CCGC | GG 37 |pASF2-Xba || 20 | 100% pASF2 15 |100% | 10 | >80% | 16 hr | <10%
QuickCut™ Sal I |G | TCGAC 37 A=Hind Ill| 20 | 100% puUC19 20 [ 100% | 10 | 100% 4 hr <10%
QuickCut™ Sfi | GGCCNNNN | NGGCC| 50 p?czzlfl_ 5 100% pADSL2 5 100% | 20 100% 16 hr <10%
QuickCut™ Sma | |CCC | GGG 30 N—Hind lll} 5 100% pUC19 100% 5 >90% 16 hr <10%
QuickCut™ SnaB | |[TAC | GTA 37 N—BamH || 5 100% M13mp18 100% | 30 | >90% 16 hr <10%
QuickCut™ Spe | |A | CTAGT 37 |pASF2-Xba I| 5 100% pASF2 100% | 30 | >90% 16 hr <10%
QuickCut™ Sph | |GCATG | C 37 A DNA 5 100% pUC19 10 | 100% 100% 16 hr <10%
QuickCut™ Stu | |AGG | CCT 37 A DNA 5 100% pKF3 5 100% >70% 16 hr <10%
QuickCut™ Xba | |T | CTAGA 37 DEa(;?)R)\I_ 5 100% pUC19 10 [ 100% | 10 100% 16 hr <10%
QuickCut™ Xho | |C | TCGAG 37 N—Hind lll} 5 100% pKF3 5 100% 5 >90% 16 hr <10%

BE7TA

L ki E1a

2% DNA

JhL DNA

PCR =4

10 x QuickCut Buffer” 3% 10 x QuickCut Green Buffer” 1~5 pl 1~5 pl 1~3 yl

DNA <1 pg <1 pg <02 pg
QuickCut Enzyme 1 pl 1 pl 1 pl

KEK Up to 10-50 pl Up to 10-50 pl Up to 10-30 pl

* REIAFAA,

B B EPR

B EAEE
1)
2)

10X Buffer RIRINEARLE,

Step 1

Step 2

Step 3

BIRIRERESA 1Xo

1

HIRSR, BB

1

37°Ci¥E 5~ 30 min”

L

IRRE ARSI FR X

12 ERABHTCHIEE) R NI

{8 QuickCut Green Buffer, E#E#{THX

E = RAVIRF ANNFERZEY QuickCut PRHIBEHIT 2 EBTI R AL,

* R[E QuickCut Enzyme HISE & NERE
TE, TREMHRNEEEEZES. £

QuickCut Enzyme Data —%5%.

{3 QuickCut Buffer ;&N Loading buffer fFE85k

TEWGHITRETEESY). ZSHEEE. 4B QuickCut Enzyme F=4 Star ;EMHERIRTEIANE. ¥ QuickCut Enzyme Data —%iFR.
£ QuickCut PRHIEGHITINEE K Z EETI R K2,  ANNPRHIEGH 2 ATR

SRERRE RN RAY 110 B, WIRZEIRDEEARE, BZER

3) 10 x QuickCut Green Buffer FIRES THLEETI MR M. Bk, BEUIFYIZE iR HEZFEE A L &A% 10 X QuickCut Buffers

W% 2 EPESINR

Simultaneously

EcoR |
Pst |

> | Sac |
O | Kpn |

EcoR |

OO | Sma |

Sac |

X

Kpn |

>|1O|O|O| BamH |
O|O|O|O]| Xba l
O|O|O |0 Acc |

Sma |

BamH |
Xba |

Sal |

X
X

>IO|O|O|O|O] 8all
>IO|O[O|O|O| Hinc li
O|lO0lO0]0|0|0O

O|O|O|O|O|O | Sse8387 |

>

X
X

x
>

Simultaneously

Acc |
Hinc |l
Pst |

>

>I>IO|OI0O|O|0|0O|0|O0|O| 8Sphl
O|0|O|O0|O|O0|O|O0|O|O|O]| Hind Il

Sse8387 |
Sph |
Hind Il

X

7

1. B SPEETIAL 2 AIPRH BT BT S MR, [EIRS AN\ PRHIEEH 1T INES ] fe RZAOTIRARR REB A RIBAR, BIURBINF N
NERZAOPRHI B TR S AL o

2. EcoR | #1TESYIR AT, BSUAZR A 20 ul, ISESHORINSIZHITE 10 U LA, RNATEESITE 2/ AR, WEE]
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pUC18 multi cloning site
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#1T PCR MRS, BE5E7E PCR 5I¥IAI 5" RimRitBREIESESIGLRIRAIFS, PITEY B R SINBSIIGL =5, FIFES
AL PTH DNA FETsefE =2 EEETINEET. BUNTELR: FRFGIETGEIIRELL DNA RinhIRAIFS, RERS]
BEIRAIFSIAI 5 imb A ESIRERES.

=R 21 FIRGIESERERSFIRGIESRAGIR 5 wMiino (M) « 1. 230 3 MREAUERFFIRIS HIt1T PCR &AL,
4auft, PCR F=4fa, (ERSIRHIESHITEIMIANE (BIEASEXMAAAEEE)  ERFE, EX LMANEEEEES
IRLRAY 5" UMEN 3 DA ERERE, I EE ML = T M o

S#EXHE: Qing,D.Y., Jiang,G and Frances, M.S. (1989) Biotechniques, 24, 582—584

Base pairs from Terminus

Enzyme

Aat |l

Apa |
BamH |
Bgl I
BstX |
Cla |
EcoR | -
EcoR V
Hind Il

I+
+
+

Kpn |
Nco |
Nhe |
Not |
Pst |
Sac |
Sal | +

I+
+
+

Sma |

Spe |
Sph |
Xba |
Xho | - -

(=) ATEENNM; (+) ATBEREIMT, (+) J9REEEtiT.




